In the title compound, [UO 2 (C 5 
Chemical context
The structural properties of uranyl(VI) complexes are interesting from the viewpoint of nuclear fuels reprocessing and actinide waste treatment. In most commercial reprocessing plants, spent nuclear fuels are treated by the Purex method, in which uranium and plutonium are extracted from a nitric acid solution of spent nuclear fuels using tributyl-phosphate/ n-dodecane. Uranium in the nitric acid solution exists as uranyl(VI) ([O U O] 2+ ) complexes. However, the Purex method has a few problems; for example, as the processing takes place on a relatively large scale, a large amount of extractant is necessary (Ikeda et al., 2004; Suzuki et al., 2012) Attempts to find other suitable coordinating ligands are therefore being undertaken. A number of structural studies of uranyl(VI) -diketonate complexes have been reported by ourselves and others (Alcock et al., 1984 (Alcock et al., , 1987 Huuskonen et al., 2007; Kannan et al., 2001; Kawasaki & Kitazawa, 2008; Kawasaki et al., 2010; Sidorenko et al., 2009; Tahir et al., 2006; Takao & Ikeda, 2008) . In particular, acetylacetonate (acac), is the simplest -diketonate ligand and an important coordinating ligand for uranium.
We report herein the synthesis and crystal structure of a novel uranyl(VI) acetylacetonate (acac) complex with the pyridine-based ligand ppp [ppp = 1-phenyl-3-(pyridin-4-yl)propane] (Seth, 2014) ) unit, two acetylacetonate anions and one molecule of ppp (Fig. 1) . The uranium(VI) atom exhibits a pentagonal-bipyramidal coordination geometry: two uranyl(VI) oxygen atoms (O1 and O2) are located in the axial positions and four oxygen atoms (O3, O4, O5 and O6) from two chelating bidentate acac ions, together with one nitrogen atom (N1) of the ppp molecule, form the equatorial plane. The bond lengths around U1 (Table 1 ) decrease in the order U-N > U-O acac > U O. The dihedral angle between the pyridine ring of the ppp molecule and the equatorial plane around U1 is 49.43 (12) . The above structural properties are similar to those in the majority of previously characterised [UO 2 (acac) 2 L] (L = pyridine derivative ligand) complexes (Alcock et al., 1984; Kawasaki & Kitazawa, 2008; Kawasaki et al., 2010) . The conformation of the ppp molecule is GG 0 (Fig. 2) . The dihedral angle between the pyridine ring and the phenyl ring in the ppp molecule is 26.96 (13) .
Supramolecular features
A packing diagram of title complex is shown in Fig. 3 . The molecules are stacked along the b axis, held together by van der Waals' interactions only. Significant intermolecularand C-HÁ Á Á interactions are not found.
Synthesis and crystallization
The title complex was synthesized according to literature procedures (Alcock et al., 1984 (Alcock et al., , 1987 Kawasaki & Kitazawa, 2008; Kawasaki et al., 2010) . To 10 ml of a methanolic solution containing 1 mmol UO 2 (NO 3 ) 2 Á6H 2 O was added 3 mmol of acetylacetone and 3 mmol of 1-phenyl-3-(pyridin-4-yl)-propane in 5 ml MeOH. The solvent evaporated slowly at room temperature for a few days and orange crystal were obtained.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . All H atoms were placed at calculated positions [C(CH)-H = 0.93, C(CH 2 )-H = 0.97 and C(CH 3 )-H = 0.96Å ] and allowed to ride on their parent atoms with U iso (H) = 1.2U eq (CH,CH 2 ) and U iso (H) = 1.5U eq (CH 3 ). Figure 1 The molecular structure of [UO 2 (acac) 2 (ppp)]. Displacement ellipsoids are drawn at the 50% probability level and H atoms have been omitted for clarity.
Figure 2
The four possible conformations that the ppp ligand can form (based on Carlucci et al., 2002) . In the title compound, the conformation is GG 0 .
Figure 3
A packing diagram of the title complex (red line: a axis; green line: b axis; blue line: c axis). Displacement ellipsoids are drawn at the 50% probability level and H atoms have been omitted for clarity. Computer programs: APEX2, SAINT and XSCANS (Bruker, 2007) , SHELXS97, SHELXL97 and SHELXTL (Sheldrick, 2008) , ORTEP-3 for Windows (Farrugia, 2012) and PLATON (Spek, 2009 (Bruker, 2007) and XSCANS (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) and XSCANS (Bruker, 2007) ; data reduction: APEX2 (Bruker, 2007) and SAINT (Bruker, 2007 ); program(s) used to solve structure:
SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics:
SHELXTL (Sheldrick, 2008) and ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ). 
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